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Table 1 The sources and properties of neutral phytase

- SFR BERE BiE

kDa < pH

Bacillus licheniformis!®!  47.0 65 6.0
Bacillus amyloliquefaciens!"!!  41.7 55 7.0
Bacillus sp KHU -10!]  46.0 60 6.5
Bacillus subtilis''] 36.5 55 7.0
Bacillus subtilis VIT E -68013/%! 42.0 55 7.0
Pedobacter nyachensis!'*’ 38.0 45 7.0
Bacillus sp DS111%! 36.5 55 7.0
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Fig.1 The hydrolysis reaction of phytic acid
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Fig.2 The structure of neutral
phytase{ PDB ID:1H6L)
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The Progress in the Relationship of Structure and
Function of Neutral Phytase

XU Wei, SHAO Rong, YU Xiao-hong, QIU Ming, FENG Gong-neng
(School of Chemical and Biological Engineering, Yancheng Institute of Technology, Jiangsu Yancheng 224051, China)

Abstract: The neutral phytase is a green environment protection enzyme used in animal feed. The microbiology sources, proper-
ties, characteristic in sequence and structure and protein engineering in thermostability were reviewed in this paper. This paper
will provide the important information for the improvement of the activity and thermostability of neutral phytase.
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